
 

 

Sample requirements for Allegro genotyping 

 
1. We only accept samples arranged in 96-wells skirted plates with multiples of 96 

samples. 
2. Ship in dry ice to avoid evaporation of samples. 

3. Seal the plate very well with the adhesive aluminum foil; 

4. Volume not less than 30µL possibly equal for all the wells of a plate 

5. Normalized concentration (same concentration for all samples, ±20%) laying in the range of 

20 to 100 ng/µL (optimal is between 20 and 30 ng/uL)* 

6. Quality of the DNA should be 260/280 > 1.8 and 1.8 <260/230 < 2.2.  

7. DNA must be re-suspended in 10mM Tris-HCl pH 8.5 or water (if EDTA is used it must have 

concentration equal or below 0.1 mM) 

8. Plates must be one of the following: 

a. MicroAmp Optical 96-Well Reaction Plate’ (Thermo Fisher™) 

b. Eppendorf  96-Well twin.tec™ PCR Plates (Eppendorf™) 

c. If not possible to provide such plate types, please inquire and IGATech can supply 

them. 

9. The excel file “Sample Spreadsheet” (reachable on our website, documents section) must be 

submitted via email, describing: sample names, plate ID, well position, quantification and 

absorbance ratios.  

10. Place the name of the plate on the edge in a clear and long-lasting way (sticker or 

permanent marker) with plate ID as provided in the Sample SpreadSheet. 

11. Be careful when stacking the plates. It is better to put a soft plastic separator or cardboard 

or insert each plate in a small bag, to avoid that during the transport the top plate wells, 

holes the wells of the underlying plate; 

 

*Quantification and normalization procedures can be applied at additional costs. Please inquire. 

Please note that fluorimetry-based quantification (e.g. Qubit, plate-reader) assays are more 

accurate methods than absorbance-based methods (e.g. Nanodrop) which might overestimate the 

quantity. So, the DNA quantifications should be made by a fluorometric method.  

 


